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(Fian: Wikipedia https://en.wikipedia.org/wiki/CRISPR)
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Manop Pitukpakorn*, Somchai Bovornkitti**

* Faculty of Medicine Siriraj Hospital, Mahidol University
** The Academy of Science, The Royal Society of Thailand

and cleaving foreign DNA sequence from the host genome.

near future from this gene editing technology.

CRISPR (Clustered Regularly Interspaced Short Palindromic Repeats) is a DNA sequence commonly found
in prokaryotes such as archaea and bacteria. Together with CRISPR-associated system (Cas) enzyme, the CRISPR/

Cas system provides basic immunity to foreign genetic materials, including those from viral infection, by detecting

The discovery of the CRISPR/Cas system, with some modifications, creates the basis of the first genome
editing technology, known as CRISPR/Cas9, allowing scientists to modify any genes within various organisms. The
CRISPR/Cas genome editing technology has numerous potential applications, especially in biomedical researches
such as: genome-wide gene function study; animal model generation; cell and gene therapy of various diseases;
microbial manipulation for infectious disease study; and treatment, as well as disease control. With further

improvement and better understanding of disease models, we can expect many scientific breakthroughs in the




